Loligo bleekeri has a long spawning season, the size of mature males changes during the season: dimorphic (large / small) early in the spawning season, and monomorphic (small) later in the spawning season. To understand how copulatory behaviors relate to the dimorphism, we developed five polymorphic microsatellite loci in L. bleekeri. The level of polymorphism ranged from 10 to 22 alleles with expected heterozygosities ranged from 0.79 to 0.93, suggesting that the novel polymorphic loci should be useful for parentage analysis of L. bleekeri.
clutches and within egg capsules (Shaw & Boyle 1997; Emery et al. 2001; Buresch et al. 2001) . But the relation to copulatory behavior is unclear. Furthermore no microsatellite loci have been isolated in loliginid species living in the western Pacific Ocean. Here, we report the characterization of five microsatellite markers in L. bleekeri to understand the copulatory behaviors relating to the dimorphism of body size.
Adult squid were caught in the coastal water off southern Hokkaido, and stored at -20 °C. Gill tissue from each specimen was homogenized by overnight incubation at 50 °C with a solution of 100 mм Tris-HCl (pH 8.0), 10 mм EDTA (pH 7.5), 1.4 м NaCl, 2% CTAB, 0.2% 2-mercaptoethanol and 150 μg/ml proteinase K, and total DNA was extracted with phenol-chloroform, ethanol-precipitated (Munehara & Takenaka 2000) . For PCR primer design, 150-300 bp fragments digested with HaeIII were selected by agarose gel electrophoresis and purified using a Gel Band Purification Kit (Table 1) , and 80 s at 72 °C, with a GeneAmp PCR system 2400 thermocycler (Perkin-Elmer). The PCR products were electrophoresed in 7% polyacrylamide gel, and visualized by the silver staining method (Tegelström 1986 ). The size of the PCR products were estimated with 10 bp ladder markers and PCR products from the individual used for primer design.
The results of polymorphism and heterozygosity at each locus within 32 randomly selected individuals are presented in Table 1 . The number of alleles ranged from 10 to 22, and expected heterozygosities ranged from 0.79 to 0.93. These microsatellite loci should provide to be helpful for the study of the reproductive system of L. bleekeri. 
